Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.049; wR factor = 0.148; data-to-parameter ratio = 22.0.
The title compound, C 9 H 9 ClN 2 O, is close to planar (r.m.s. deviation for the non-H atoms = 0.0446 Å ); it exists in a cis conformation with respect to the C N double bond. In the crystal, the ketone O atom accepts both N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, which leads to [010] infinite chains incorporating R 2 1 (6) loops. The crystal structure also features a C-HÁ Á Á interaction.
Related literature
For synthetic applications of hydrazonoyl chlorides, see: Abdel-Aziz & Mekawey (2009) . For graph-set descriptors of hydrogen-bond motifs, see: Bernstein et al. (1995) . For related structures. see: Asiri et al. (2011a,b) . For a historical perspective on the synthesis, see: Dieckmann & Platz (1905) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 H atoms treated by a mixture of independent and constrained refinement Á max = 0.86 e Å À3 Á min = À0.37 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring.
Symmetry codes: (i) Àx; y À 1 2 ; Àz þ 1 2 ; (ii) Àx þ 1; Ày; Àz þ 1.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 The asymmetric unit of the title compound is shown in Fig. 1 . All of the non-H atoms lie nearly on a plane with r.m.s. deviation of 0.0446 Å. The molecule exists in cis configuration with respect to the C7═N2 double bond. Bond lengths and angles are comparable to those in related structures (Asiri et al., 2011a,b) .
In the crystal (Fig. 2) , molecules are linked by N1-H1N1···O1 and C1-H1A···O1 hydrogen bonds (Table 1) , generating R 2 1 (6) loops (Bernstein et al., 1995) and forming infinite wave-like chains along [010]. The packing also features a C-H···π interaction (Table 1) , involving Cg1, which is the centroid of C1-C6 ring.
Experimental
The title compound was prepared by the coupling reaction of 3-chloro-2,4-pentanedione and the diazonium salt of aniline at 0-5 °C (Dieckmann & Platz, 1905) . Yellow blocks were recrystallised from ethanol solution.
Refinement
The atom H1N1 was located in a difference fourier map and refined freely [N1-H1N1 = 1.00 (3) Å]. The remaining H atoms were positioned geometrically [C-H = 0.95 and 0.98 Å] and refined using a riding model with U iso (H) = 1.2 or 1.5U eq (C). A rotating group model was applied to the methyl group. Five outliers, (102), (213), (113), (315) and (011) were omitted in the final refinement.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 The molecular structure of the title compound with 50% probability displacement ellipsoids.
Figure 2
The crystal packing of the title compound. The dashed lines represent the hydrogen bonds. For clarity sake, hydrogen atoms not involved in hydrogen bonding have been omitted. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
1-Chloro-1-[(Z)-2-phenylhydrazin-1-ylidene]propan-2-one

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 −0.00357 (7) 0.01567 (4) 0.18248 (4) 0.02310 (16) (7) 0.0241 (7) 0.0020 (6) −0.0001 (6) 0.0020 (6) (6) C1 0.0220 (9) 0.0246 (10) 0.0210 (8) −0.0009 (7) 0.0010 (7) 0.0004 (7) C2 0.0271 (9) 0.0252 (10) 0.0268 (10) 0.0011 (8) 0.0041 (8) 0.0040 (8) C3 0.0270 (10) 0.0324 (11) 0.0222 (9) 0.0008 (8) 0.0000 (7) 0.0064 (8) C4 0.0280 (10) 0.0326 (11) 0.0206 (9) −0.0028 (8) −0.0005 (7) 0.0000 (8) C5 0.0274 (9) 0.0234 (10) 0.0234 (9) −0.0017 (7) 0.0027 (7) 0.0002 (7) C6 0.0207 (8) 0.0234 (9) 0.0208 (9) 0.0004 (7) 0.0040 (7) 0.0035 (7) C7 0.0237 (9) 0.0233 (10) 0.0196 (8) 0.0003 (7) 0.0019 (7) −0.0002 (7) C8 0.0211 (8) 0.0240 (10) 0.0212 (9) 0.0000 (7) 0.0039 (7) 0.0005 (7) C9 0.0283 (10) 0.0240 (10) 0.0227 (9) −0.0004 (7) 0.0002 (7) −0.0018 (7) Geometric parameters (Å, º) C3-C4-H4A 119.4 H9A-C9-H9C 109.5 C4-C5-C6 119.0 (2) H9B-C9-H9C 109.5 C6-N1-N2-C7 179.46 (17) N2-N1-C6-C5 −4.6 (3) C6-C1-C2-C3 0.0 (3) N2-N1-C6-C1 175.28 (17) (17) Hydrogen-bond geometry (Å, º) Cg1 is the centroid of the C1-C6 ring. Symmetry codes: (i) −x, y−1/2, −z+1/2; (ii) −x+1, −y, −z+1.
